. e, Cell cycle analysis of co-cultured HSPCs (n = 3). f-g, Representative contour plots of (f) expanded HSPC cell cycle analysis, (g) myelomonocytic, and (h) megakaryocyte cell populations. i-j, HSC activity was assessed by competitive repopulation and quantifying (i) primary and (j) secondary recipient engraftment and multilineage potential in peripheral blood four months post-transplant by flow cytometry (n = 10 mice/expansion). Error bars represent mean ± SEM. *P<0.05, **P<0.01, ***P<0.001. Pairwise comparisons were performed using Student's t-test; biological replicates. (n = 10, control; 8, . e, Representative images of femurs from Col2.3::GFP; GFP control mice at steady state and following myelosuppression. Intravitally labeled vasculature (VECAD; red), Col1a1 expressing osteoblasts (green), and nuclear staining (DAPI; blue) is noted. Scale bar = 100 m and 200 m, respectively. f, Representative images of intravitally labeled vasculature (VECAD; red), megakaryocytes (green; citrulline) and nuclear staining (DAPI; blue). Dashed line demarcates bone. Scale bar = 100 m. g-h, Representative images of femurs stained with antibodies raised against PLIN1 (g; green) or LEPR (h; green), intravitally labeled vasculature (VECAD; red), and nuclear staining (DAPI; blue). Dashed line demarcates bone. Scale bar = 100 m and 200 m, respectively. Error bars represent mean ± SEM. *P<0.05, **P<0.01, ***P<0.001. Pairwise comparisons were performed using Student's t-test; biological replicates. 
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